
Ranaviruses are known to cause mass mortality episodes in multiple species 
of amphibians, reptiles, and fish and are listed as a notifiable disease by the World Organization 
for Wildlife Health (OIE). However, current Ranavirus reporting systems are fragmented and lack 
interpretability, with data siloed in multiple isolated data stores. The Global Ranavirus Reporting 
System was created to enable scientists and managers to easily communicate and share disease 
information in a centralized repository.

BACKGROUND

The Global 
Ranavirus Reporting System data are organized 
by study, with each study containing a number 
of individual observations, or reports. A study 
is created first and is associated with contact 
information for the corresponding author. Default 
values for various fields like species, vertebrate 
class, or screening reason can also be set at 
the study level. Reports added to the study 
assume these defaults unless they are explicitly 
overridden. This facilitates faster data entry by 
allowing the researcher to only enter the data that 
differ for each report.

Study data can be imported in bulk from a CSV-

DATA ORGANIZATION formatted file and all publicly shared data in the 
system can be exported in CSV format for loading 
into a spreadsheet or use in other applications. 
Filters can be used to export only data that match 
desired criteria, like belonging to a particular study 
or user, or concerning a certain species.

Users can also create studies and reports using an 
intuitive form-based workflow and critique existing 
report data by submitting reviews.

Publicly shared data in the system can be 
analyzed  with the table view or map view, as well 
as all reports submitted by the logged-in user, 
regardless of permissions.

The Global Ranavirus Reporting System 
allows users to create and manage records 
for Ranavirus studies and reports, import and 
export data, view tables and maps of reports, 
and leave reviews and comments on reports.
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